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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

(i) APPLICANT: Grossman, Paul D. 

Fung, Steven 
Menchen, Steven M. . 
Woo, Sam L . 
Winn-Deen, Emily S. 

(ii) TITLE OF INVENTION: Probe Composition Containing Binding Domain 

and Polymer Chain and Methods of Use 
(iii) NUMBER OF SEQUENCES: 8 
(iv) CORRESPONDENCE ADDRESS : 

(A) ADDRESSEE: Dehlinger & Associates 

(B) STREET: PO Box 60850 

(C) CITY: Palo Alto 

(D) STATE: CA 

(E) COUNTRY: USA 

(F) ZIP: 94306 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC -DOS /MS -DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.25 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/ 

(B) FILING DATE: 

(C) CLASSIFICATION: 

(viii) ATTORNEY/ AGENT INFORMATION: 

(A) NAME: Powers, Vincent M. 

(B) REGISTRATION NUMBER: 36,246 

(C) REFERENCE /DOCKET NUMBER: 0550-0023.35 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (41S) 324-0880 

(B) TELEFAX: (415) 324-0960 
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(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNES S : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(vi) ORIGINAL SOURCE: 

(C) INDIVIDUAL ISOLATE: 48-BASE OLIGONUCLEOTIDE, PAGE 46 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 
GCACCATTAA AGAAAATATC ATCTTTGGTG TTTCCTATGA TGAATATA 4 8 

(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE : DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(vi) ORIGINAL SOURCE: 

(C) INDIVIDUAL ISOLATE: 26-BASE OLIGONUCLEOTIDE, PAGE 47 



(xi)" SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 
TTGGTGTTTC CTATGATGAA TATA 
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(2) INFORMATION FOR SEQ ID NO : 3.: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 5 base pairs 

(B) . TYPE : nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(iii) HYPOTHETICAL: NO 

(vi) ORIGINAL SOURCE: 

(C) INDIVIDUAL ISOLATE: 25 -BASE OLIGONUCLEOTIDE, PAGE 48 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 
GGCACCATTA AAGAAAATAT CATCT 25 
(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: NO 

(vi) ORIGINAL SOURCE: 

(C) INDIVIDUAL ISOLATE: TETRAPEPTIDE , PAGE 28 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : . 



Phe Ala Phe Ala 
1 
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(2) INFORMATION FOR SEQ ID NO : 5 : 

( i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL : NO 

(vi) ORIGINAL SOURCE: 

(C) INDIVIDUAL ISOLATE: OCTAPEPTIDE , PAGE 51 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 

Phe Ala Phe Ala Phe Ala Phe Ala 

1 . . 5 

(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL : NO 

(vi) ORIGINAL SOURCE : 

(C) INDIVIDUAL ISOLATE: 2 5 - BASE OLIGONUCLEOTIDE , PAGE 52 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 
TTGGTGTTTC CTATGATGAA TATAG 
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(2) INFORMATION FOR . SEQ ID NO : 7 : 



<i) 



SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 



(C) STRAND EDNESS : single 



(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(vi) ORIGINAL SOURCE: 

(C) INDIVIDUAL ISOLATE: 2S -BASE OLIGONUCLEOTIDE, PAGE 52. 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 
CTATATTCAT CATAGGAAAC ACCAAA IS 
(2)- INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNES S : s ingl e 

(D) TOPOLOGY: linear 



(ii) 



MOLECULE TYPE: DNA (genomic) 



(iii) 



HYPOTHETICAL: NO 



(vi) 



ORIGINAL SOURCE : 

(C) INDIVIDUAL ISOLATE: 24-BASE OLIGONUCLEOTIDE , PAGE . 52 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 



GATGATATTT TCTTTAATGG TGCC 
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